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Letter totheEditor: Bacterial Origin of a“ StoneProtein”
by J.S.Mort and M.-C. Magny
relatingto: “ Sequencing of ProteinsExtracted from Stones’
[by J.P. Binette, M .B. Binette, Scanning Microscopy Vol. 8, 233-239 (1994)]

January 28, 1997

Dear Editor,

We have recently made an observation that reflects
directly on findings reported previously in this journal.
Binette and Binette [1] described the isolation of a40 kDa
protein from human bile and kidney stones having the N-
terminus, AVVGGGATLPEKLY G We obtained anidentical
N-terminus for a 40 kDa protein which was sequenced by
accident due to its presence in a contaminated buffer.
Bacteria were recovered from this solution (100 mM Tris
HCl, pH 7.5, containing 200 mM sodium chloride) onLuria
Bertani plates at room temperature. Theresulting colonies
were identified as Pseudomonas fluorescens, a common,
nutritionally and biochemically versatile, saprophytic
bacterium, found in soil, water and on the surfaces of plants
and animals[2]. A fresh sterile sample of the above buffer
was inoculated with a single colony of thisisolate. After
two to three weeks at room temperature, analysis by SDS
polyacrylamide gel electrophoresis showed essentially a
single40kDaprotein band. Segquencing of alarger amount
of this protein gave the N-terminus:

AVVGGGATLPEKLYGXAATSVLA
(wheretheresidue at cycle 16 could not be identified).

It seems, therefore, that the protein believed to have
been isolated from human bile and kidney stones was of
bacterial rather than human origin.

Sincerely yours,

J.S. Mort and M.-C. Magny

Joint Diseases L aboratory
ShrinersHospital for Children

1529 Cedar Avenue,

Montreal, Quebec H3G 1A6, Canada
Phone: 514 849-6208/ FAX: 514 842-5581
E.mail: mc60@musicamcgill.ca

References

[1] Binette JP, Binette M B (1994) Sequencing of pro-
teins extracted from stones. Scanning Microsc. 8, 233-239.

[2] Palleroni NJ(1984) Pseudomonadaceae. In: Ber-
gey’sManual of Systematic Bacteriology. Kreig N, Holt JG
(eds.). Williamsand Wilkins, Baltimore. p. 141-199.

341

Reply by J.P. Binetteand M .B. Binette
Dear Editor,

The assignment of the partial amino acid sequence
of a"stoneprotein” to abacteriumisnot surprising. Weare
aware of several studies reporting the recovery of bacteria
from stones of the urinary tract [3, 4, 5, 6]. One study [7]
reported the presence of bacterial DNA in cholesterol stones
(14 of 15). Therecovery of bacterial proteins from stones
would therefore be expected to complete the triad.

Specifically, Pseudomonas fluorescens was recov-
ered from two stones that were obtained at surgery and
processed under sterile conditions [4]. No significant
differencein recovery of bacteriawas observed when stones
were not processed under sterile conditions [4].

A search of the ATLAS database which combines
SWISSPROT, PIR, and GENBANK doesnot reveal amatch
for the N-terminal sequence:

AVVGGGATLPEKLYGSTA.

If thisisaprotein from Pseudomonas fluorescens, it
has not been entered in these databases as such.

Sincerely yours,

J.P. Binette

VA Medica Center, Bldg. #20, R-B103,

3495 Bailey Avenue, Buffalo, NY 14216-3117

References

[3] Bratall S, Brorson JE, Grenabo L, Hedelin H,
Pettersson S (1990) The bacteriology of operated rena
stones. Eur. Urol. 17: 58-61.

[4] Gault MH, LongerichLL, CraneG, Cooper D, Dow
L, Best E, Stockall E, Brown W (1995) Bacteriology of urinary
tract stones. J. Urol. 153: 1164-1170.

[5] Holmgren K, Danielson BG, Fellstrom B, Ljung-
hall S, Niklasson F, Wikstrom B (1989) Therelation between
urinary tract infectionsand stone compositionin renal stone
formers. Scan. J. Urol. Nephrol. 23: 131-136.

[6] Hugosson J, Grenabo L, Hedelin H, Pettersson S,
Seeberg S(1990) Bacteriology of upper tract stones. J. Ural.
143: 965-968.

[7] Swidsinski A, LudwigW, PahligH, Priem F (1995)
Molecular genetic evidence of bacterial colonization of
cholesterol gallstones. Gastroenterology 108: 860-864.



